r?F Errors Cprroclod by [ho STlC^^aioma B 



Edliod 



J 



focosslnp Oat 



Changed a /ilolrom non-ASCII lo ASCII lyj g ^ Vorinod by: '0 ^ _ (STiC stall 

j J Changed tho margins in cases whoro Iho sequence text wasv^pa^ 

I [ Edited a formal enor in Ihe Current Application Data section, specrficaily: 

I I Edited iho Current Application Data section with Ihe actual cuneni number. The number inputted by the 
applicant was Q Ihe prior application data; or O other . 

[ I Added Iho mandatory heading and subheadings (or 'Current Application Data'. 

[ I Edited the 'Number of Sequences* liold. Tho applicant spelled oul a number'instoad of using an intogor. 

I I Changed Iho spelling of a mandatory (ield (the headings or subheadings), specifically; 



Corrected tho SEQ ID NO when obviously incorrect. Tho sequence numbers thai were edited v/ere 



[ j Inserted or corrected a nucleic number at Iho end of a nucleic lino. SEO ID NO's edited: 

[ I Corrected subheading placement. All responses must bo on tho same line as each subheading. If tho 

applicant placed a response below (ho subheading, this was moved lo ils appropriate placo. 

[ I Inserted colons alter headings/subheadings. Headings edited included: , . 



[ ] Deleted extra, invalid, headings used by an applicant. specificaJly: 



I I Deleted: □ r*»on-ASCII "garbage' at tho beginning/end of files; Q secretary initials/filename at end of file; 

D page numbers throughout text; Q other invalid loxt. such as. 

I I Inserted mandatory headings, specifically: 



□ 

Corrected an obvious eno: in tho response, specifically; 



EdUed identifiers where upper case is used but lower caso is required, or vice versa. 

□ 

Correct.ed an error. in Iho Number of Sequences field, specifically: 

A 'Hard Pago Break" code was inserted by the applicant. All occurrences had lo bo deloled. 

I I Deleted ending slop cocion in amino acid sequences and adjusted Ihe '(A)Lengih:' field accordingly (error 
duo to a Patentin bug). Sequences corrected: 

I 1 Other: 



'Examiner: The above correclions must bo communicalcd to the applicant in Iho first Office 
Aclfon, DO NOT send a copy of this form. 3/1/95 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/720, 534A 



DATE: 07/12/2001 
TIME: 19:14:48 



Input Set : A:\Pto.ainc 

Output Set: N: \CRF3\0712200I\I720534A, raw 



3 <110> APPLICANT: Sagami Chemical Research Center et al . 

5 <120> TITLE OF INVENTION: Human Proteins Having Hydrophobic Domains And DNAs Encoding 

These 



8 <130> FILE REFERENCE: 661101 
W--> 10 <140> CURRENT APPLICATION NUMBER: US/09/720 , 534A 
C--> 10 <141> CURRENT FILING DATE: 2000-12-19 

12 <150> PRIOR APPLICATION NUMBER: JP 10-180008 

13 <151> PRIOR FILING DATE: 1998-06-26 
15 <160> NUMBER OF SEQ ID NOS : 40 

17 <170> SOFTWARE: Windows 95 (Word 98) 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 238 

21 <212> TYPE: PRT 

22 <213> ORGANISM: Homo sapiens 

24 <400> SEQUENCE: 1 

25 Met Ala Leu Val Pro Cys Gin Val Leu Arg Met Ala lie Leu Leu Ser 

26 1 5 10 15 

27 Tyr Cys Ser lie Leu Cys Asn Tyr Lys Ala lie Glu Met Pro Ser His 

28 20 25 30 

29 Gin Thr Tyr Gly Gly Ser Trp Lys Phe Leu Thr Phe lie Asp Leu Val 

30 35 40 45 

31 lie Gin Ala Val Phe Phe Gly lie Cys Val Leu Thr Asp Leu Ser Ser 

32 50 55 60 

33 Leu Leu Thr Arg Gly Ser Gly Asn Gin Glu Gin Glu Arg Gin Leu Lys 

34 65 70 75 80 

35 Lys Leu lie Ser Leu Arg Asp Trp Met Leu Ala Val Leu Ala Phe Pro 

36 85 90 95 

37 Val Gly Val Phe Val Val Ala Val Phe Trp He He Tyr Ala Tyr Asp 

38 100 105 110 

39 Arg Glu Met He Tyr Pro Lys Leu Leu Asp Asn Phe He Pro Gly Trp 

40 115 120 125 

41 Leu Asn His Gly Met His Thr Thr Val Leu Pro Phe He Leu He Glu 

42 130 135 140 

43 Met Arg Thr Ser His His Gin Tyr Pro Ser Arg Ser Ser Gly Leu Thr 

44 145 150 155 160 

45 Ala He Cys Thr Phe Ser Val Gly Tyr He Leu Trp Val Cys Trp Val 

46 165 170 175 

47 His His Val Thr Gly Met Trp Val Tyr Pro Phe Leu Glu His He Gly 

48 180 185 190 

4 9 Pro Gly Ala Arg He He Phe Phe Gly Ser Thr Thr He Leu Met Asn 

50 195 200 205 

51 Phe Leu Tyr Leu Leu Gly Glu Val Leu Asn Asn Tyr He Trp Asp Thr 

52 210 215 220 

53 Gin Lys Ser Met Glu Glu Glu Lys Glu Lys Pro Lys Leu Glu 

54 225 230 235 
56 <210> SEQ ID NO: 2 

5^7 <211> LENGTH: 194 



6 



Proteins 
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RAW SEQUENCE LISTING DATE: 07/12/2001 

PATENT APPLICATION: US/09/720 , 534 A TIME: 19:14:48 



Input Set : A:\Pto.amc 

Output Set: N:\CRF3\07122001\I720534A.raw 

58 <212> TYPE: PRT 

59 <213> ORGANISM: Homo sapiens 
61 <400> SEQUENCE: 2 



62 


Met 


Ala 


Asp 


Pro 


Leu 


Ara 


Glu 


Arg 


Thr 


Glu 


Leu 


Leu 


Leu 


Ala 


Asp 


Tyr 


63 


1 








5 










10 










15 




64 


Leu 


Glv 


Tvr 
J. jf J. 


Cys 


Ala 


Arcf 


Glu 


Pro Gly 


Thr 


Pro 


Glu 


Pro 


Ala 


Pro 


Ser 


65 








20 










25 










30 






66 


Thr 


Pro 


Glu 


Ala 


Ala 


Val 


Leu 


Ara 


Ser 


Ala 


Ala 


Ala 


Ara 


Leu 


Arg 


Gin 


67 






35 










40 










45 








68 


lie 


His 


ArQ 


Ser 


Phe 


Phe 


Ser 


Ala 


Tyr 


Leu 


Gly 


Tvr 
J. jf J. 


Pro 


Glv 


Asn 


Arg 


69 




50 










55 










60 










70 


Phe 


Glu 


Leu 


Val 


Ala 


Leu 


Met 


Ala 


Asp 


Ser 


Val 








Ser 


Pro 


71 


65 










70 










75 










80 


72 


Gly 


Pro 


Thr 


Trp 


Gly 


Arg 


Val 


Val 


Thr 


Leu 


Val 


Thr 


Phe 


Ala 


Gly Thr 


73 










85 










90 










95 




74 


Leu 


Leu 


Glu 


Arg 


Gly 


Pro 


Leu 


Val 


Thr 


Ala 


Arg 


Trp 


Lys 


Lys 


Trp 


Gly 


75 








100 










105 










110 






76 


Phe 


Gin 


Pro 


Arg 


Leu 


Lys 


Glu 


Gin 


Glu 


Gly Asp 


Val 


Ala 


Arg 


Asp 


Cys 


77 






115 










120 










125 








78 


Gin 


Arg 


Leu 


Val 


Ala 


Leu 


Leu 


Ser 


Ser 


Arg 


Leu 


Met 


Gly 


Gin 


His 


Arg 


79 




130 










135 










140 










80 


Ala 


Trp 


Leu 


Gin 


Ala 


Gin 


Gly 


Gly 


Trp 


Asp 


Gly 


Phe 


Cys 


His 


Phe 


Phe 


81 


145 










150 










155 










160 


82 


Arg 


Thr 


Pro 


Phe 


Pro 


Leu 


Ala 


Phe 


Trp 


Arg 


Lys 


Gin 


Leu 


Val 


Gin 


Ala 


83 










165 










170 










175 




84 


Phe 


Leu 


Ser 


Cys 


Leu 


Leu 


Thr 


Thr 


Ala 


Phe 


lie 


Tyr 


Leu 


Trp 


Thr 


Arg 


85 








180 










185 










190 







86 Leu Leu 

.88 <210> SEQ ID NO: 3 

89 <211> LENGTH: 139 

90 <212> TYPE: PRT 

91 <213> ORGANISM: Homo sapiens 

93 <400> SEQUENCE: 3 

94 Met Glu Ala Val Val Phe Val Phe Ser Leu Leu Asp Cys Cys Ala Leu 

95 1 5 10 15 

96 lie Phe Leu Ser Val Tyr Phe lie lie Thr Leu Ser Asp Leu Glu Cys 

97 20 25 30 

98 Asp Tyr lie Asn Ala Arg Ser Cys Cys Ser Lys Leu Asn Lys Trp Val 

99 35 40 45 

100 lie Pro Glu Leu lie Gly His Thr He Val Thr Val Leu Leu Leu Met 

101 50 55 60 

102 Ser Leu His Trp Phe He Phe Leu Leu Asn Leu Pro Val Ala Thr Trp 

103 65 70 75 80 

104 Asn He Tyr Arg Tyr He Met Val Pro Ser Gly Asn Met Gly Val Phe 

105 85 90 95 

106 Asp Pro Thr Glu He His Asn Arg Gly Gin Leu Lys Ser His Met Lys 

107 100 105 110 

108 Glu Ala Met He Lys Leu Gly Phe His Leu Leu Cys Phe Phe Met Tyr 

109 115 120 125 
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RAW SEQUENCE LISTING DATE: 07/12/2001 

PATENT APPLICATION: US/09/720 , 534A TIME: 19:14:48 



Input Set : A:\Pto.amc 

Output Set: N:\CRF3\07122001\I720534A.raw 

110 Leu Tyr Ser Met lie Leu Ala Leu lie Asn Asp 

111 130 135 

113 <210> SEQ ID NO: 4 

114 <211> LENGTH: 323 

115 <212> TYPE: PRT 

116 <213> ORGANISM: Homo sapiens 
118 <400> SEQUENCE: 4 



119 


Met 


Ala 


Ala 


Pro 


Lys 


Glv 


Ser 


Leu 


Tm 


Val 


Arg 


Thr 


Gin 


Leu 


Gly 


Leu 


120 


1 








5 










10 










15 




121 


Pro 


Pro 


Leu 


Leu 


Leu 


Leu 


Thr 


Met 


Ala 


Leu 


Ala 


Gly Gly 


Ser Gly Thr 


122 








20 










25 










30 






123 


Ala 


Ser 


Ala 


Glu 


Ala 


Phe 


Asp 


Ser 


Val 


Leu 


Gly Asp 


Thr 


Ala 


Ser 


Cys 


124 






35 










40 










45 








125 


His 


Arcf 


Ala 


Cys 


Gin 


Leu 


Thr 


Tvr 


Pro 


Leu 


His 


Thr 


Tvr 


Pro 


Lys 


Glu 


126 




50 










55 










60 










127 


Glu 


Glu 


Leu 


Tyr 


Ala 


Cys 


Gin 


Arg 


Gly 


Cys 


Arg 


Leu 


Phe 


Ser 


He 


Cys 


128 


65 










70 










75 










80 


129 


Gin 


Phe 


Val 


Asp 


Asp 


Gly 


He 


Asp 


Leu 


Asn 


Arg 


Thr 


Ly3 


Leu 


Glu 


Cys 


130 










85 










90 










95 




131 


Glu 


Ser 


Ala 


Cys 


Thr 


Glu 


Ala 




Ser 


Gin 


Ser Asp 


Glu 


Gin 


Tyr Ala 


132 








100 










105 










110 






133 


Cys 


His 


Leu 


Gly Cys 


Gin 


Asn 


Gin 


Leu 


Pro 


Phe 


Ala 


Glu 


Leu 


Arg 


Gin 


134 






115 










120 










125 








135 


Glu 


Gin 


Leu 


Met 


Ser 


Leu 


Met 


Pro 


Lys 


Met 


His 


Leu 


Leu 


Phe 


Pro 


Leu 


136 




130 










135 










140 










137 


Thr 


Leu 


Val 


Arg 


Ser 


Phe 




Ser 


Asp 


Met 


Met 


Asp 


Ser 


Ala 


Gin 


Ser 


138 


145 










150 










155 










160 


139 


Phe 


He 


Thr 


Ser 


Ser 


Trp 


Thr 


Phe 


Tyr 


Leu 


Gin 


Ala 


Asp 


Asp 


Gly 


Lys 


140 










165 










170 










175 




141 


He 


Val 


He 


Phe 


Gin 


Ser 


Lys 


Pro 


Glu 


He 


Gin 


Tyr 


Ala 


Pro 


His 


Leu 


142 








180 










185 










190 






143 


Glu 


Gin 


Glu 


Pro 


Thr 


Asn 


Leu 


Arg 


Glu 


Ser 


Ser 


Leu 


Ser 


Lys 


Met 


Ser 


144 






195 










200 










205 








145 


Tyr 


Leu 


Gin 


Met 


Arg 


Asn 


Ser 


Gin 


Ala 


His 


Arg 


Asn 


Phe 


Leu 


Glu 


Asp 


146 




210 










215 










220 










147 


Gly 


Glu 


Ser 


Asp 


Gly 


Phe 


Leu 


Arg 


Cys 


Leu 


Ser 


Leu 


Asn 


Ser 


Gly 


Trp 


148 


225 










230 










235 










240 


149 


He 


Leu 


Thr 


Thr 


Thr 


Leu 


Val 


Leu 


Ser 


Val 


Met 


Val 


Leu 


Leu 


Trp 


He 


150 










245 










250 










255 




151 


Cys 


Cys 


Ala 


Thr 


Val 


Ala 


Thr 


Ala 


val 


Glu 


Gin 


Tyr 


Val 


Pro 


Ser 


Glu 


152 








260 










265 










270 






153 


Lys 


Leu 


Ser 


He 


Tyr 


Gly 


Asp 


Leu 


Glu 


Phe 


Met 


Asn 


Glu 


Gin 


Lys 


Leu 


154 






275 










280 










285 








155 


Asn 


Arg 


Tyr 


Pro 


Ala 


Ser 


Ser 


Leu 


Val 


Val 


Val 


Arg 


Ser 


Lys 


Thr 


Glu 


156 




290 










295 










300 










157 


Asp 


His 


Glu 


Glu 


Ala 


Gly 


Pro 


Leu 


Pro 


Thr 


Lys 


Val 


Asn 


Leu 


Ala 


His 



158 305 310 315 320 

159 Ser Glu He 

161 <210> SEQ ID NO: 5 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/720, 534A 



DATE: 07/12/2001 
TIME: 19:14:48 



Input Set : A:\Pto.amc 

Output Set: N:\CRF3\07122001\I720534A.raw 



162 <211> LENGTH: 231 

163 <212> TYPE: PRT 

164 <213> ORGANISM: Homo sapiens 

166 <400> SEQUENCE: 5 

167 Met Arg Arg Cys Ser Leu Cys Ala Phe Asp Ala Ala Arg Gly Pro Arg 

168 15 10 15 

169 Arg Leu Met Arg Val Gly Leu Ala Leu lie Leu Val Gly His Val Asn 

170 20 25 30 

171 Leu Leu Leu Gly Ala Val Leu His Gly Thr Val Leu Arg His Val Ala 

172 35 40 45 

173 Asn Pro Arg Gly Ala Val Thr Pro Glu Tyr Thr Val Ala Asn Val lie 

174 50 55 60 

175 Ser Val Gly Ser Gly Leu Leu Ser Val Ser Val Gly Leu Val Ala Leu 

176 65 70 75 80 

177 Leu Ala Ser Arg Asn Leu Leu Arg Pro Pro Leu His Trp Val Leu Leu 

178 85 90 95 

179 Ala Leu Ala Leu Val Asn Leu Leu Leu Ser Val Ala Cys Ser Leu Gly 

180 100 105 110 

181 Leu Leu Leu Ala Val Ser Leu Thr Val Ala Asn Gly Gly Arg Arg Leu 

182 115 120 125 

183 lie Ala Asp Cys His Pro Gly Leu Leu Asp Pro Leu Val Pro Leu Asp 

184 130 135 140 

185 Glu Gly Pro Gly His Thr Asp Cys Pro Phe Asp Pro Thr Arg lie Tyr 

186 145 150 155 160 

187 Asp Thr Ala Leu Ala Leu Trp He Pro Ser Leu Leu Met Ser Ala Gly 

188 165 170 175 

189 Glu Ala Ala Leu Ser Gly Tyr Cys Cys Val Ala Ala Leu Thr Leu Arg 

190 180 185 190 

191 Gly Val Gly Pro Cys Arg Lys Asp Gly Leu Gin Gly Gin Val Val Ala 

192 195 200 205 

193 Gly Cys Asp Ala Arg Val Lys Gin Lys Ala Trp Gin Pro Arg Phe Pro 

194 210 215 220 

195 Gly He Lys Val Lys Ala Leu 

196 225 230 

198 <210> SEQ ID NO: 6 

199 <211> LENGTH: 97 

200 <212> TYPE: PRT 

201 <213> ORGANISM: Homo sapiens 

203 <400> SEQUENCE: 6 

204 Met Thr Ser Leu Leu Thr Thr Pro Ser Pro Arg Glu Glu Leu Met Thr 

205 1 5 10 15 

20 6 Thr Pro He Leu Gin Pro Thr Glu Ala Leu Ser Pro Glu Asp Gly Ala 

207 20 25 30 

208 Ser Thr Ala Leu He Ala Val Val He Thr Val Val Phe Leu Thr Leu 

209 35 40 45 

210 Leu Ser Val Val He Leu He Phe Phe Tyr Leu Tyr Lys Asn Lys Gly 

211 50 55 60 

212 Ser Tyr Val Thr Tyr Glu Pro Thr Glu Gly Glu Pro Ser Ala He Val 

213 65 70 75 80 
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RAW SEQUENCE LISTING DATE: 07/12/2001 

PATENT APPLICATION: US/09/720, 534A TIME: 19:14:48 



Input Set : A:\Pto.eLinc 

Output Set: N:\CRF3\07122001\I720534A.raw 



z 14 


Gin Met Glu 


Ser 


Asp 


Leu 


Ala 


Lys 


Gly Ser Glu 


Lys 


(jlU 


LilU 


Tyr 


pne 


Z i J 






85 










y u 










9d 




zlD 


He 




























z lo 


<210> SEQ ID NO 


: 7 
























z xy 


<211> LENGTH: 198 
























zzU 


<212> TYPE: 


PRT 


























Z Z i 


<213> ORGANISM: 


Homo sapiens 


















O 1 "3 
ZZ J 


<400> SEQUENCE: 


/ 
























zz4 


Ala T^K-r- 

Mec. Ala inr 


Leu 


Trp 


Cjiy 


biy 


Leu 


Leu 


Arg 


Leu 


Gly 


Ser 


Leu 


Leu 


Ser 


o o c 
ZZ 3 


1 














lU 










15 




O T ^ 
2ZD 


Leu Ser Cys 


Leu 


Ala 


Leu 


Ser 


val 


Leu 


Leu 


Leu 


Ala 


Gin 


Leu 


Ser 


Asp 


227 




20 










Z D 










30 






O O Q 
Z ZO 


Ala Ala Lys 


Asn 


Phe 


Glu 


Asp 


Val 


Arg 


Cys 


Lys 


Cys 


He 


Cys 


Pro 


Pro 


n o n 

229 


35 










4 0 










45 








Z JU 


Tyr Lys Glu 


Asn 


Ser 


Gly 


His 


He 


Tyr 


Asn 


Lys 


Asn 


He 


Ser 


Gin 


Lys 


z j1 


50 








DO 










60 










O "3 O 
Z JZ 


Asp Cys Asp 


Cys 


Leu 


His 


Val 


Val 


Glu 


Pro 


Met 


Pro 


Val 


Arg 


Gly 


Pro 


T T "3 

2 JO 


65 






/U 




















80 


z j4 


Asp Val Glu 


Ala 


Tyr 


Cys 


Leu 


Arg 


Cys 


Glu 


Cys 


Lys 


Tyr 


Glu 


Glu 


Arg 


o o c 

2 Jd 






85 










90 










95 




o c 
23d 


Ser Ser Val 


Thr 


He 


Lys 


Val 


Thr 


He 


He 


He 


Tyr 


Leu 


Ser 


He 


Leu 


237 




100 










105 










110 






238 


Gly Leu Leu 


Leu 


Leu 


Tyr 


Met 


Val 


Tyr 


Leu 


Thr 


Leu 


Val 


Glu 


Pro 


He 


239 


115 










120 










125 








24 U 


Leu Lys Arg 


Arg 


Leu 


Phe 


Gly 


His 


A 1 -. 

Ala 


Gin 


Leu 


He 


Gin 


Ser 


Asp 


Asp 


z4 1 


130 








135 










14 U 










Z4 Z 


Asp He Gly 


Asp 


His 


Gin 


Pro 


Phe 


A 1 ^ 

Ala 


Asn 


Ala 


His 


Asp 


Val 


Leu 


Ala 


O /I "3 

z4 3 


145 






150 










ICC 

IDD 










160 


T /I y1 
Z44 


Arg Ser Arg 


Ser 


Arg 


Ala 


Asn 


Val 


Leu 


Asn 


Lys 


Val 


Glu 


Tyr 


Ala 


Gin 


z4 D 






165 










1 T A 
1/0 










175 




24 D 


Gin Arg Trp 


Lys 


Leu 


Gin 


Val 


Gin 


(jIU 


Gin 


Arg 


Lys 


Ser 


Val 


Phe 


Asp 


z4 / 




180 










Toe 

loD 










190 






24 o 


Arg His Val 


Val 


Leu 


Ser 






















^4 y 


195 




























ZDl 


<210> SEQ ID NO 


8 
























O 1^ o 
Z JZ 


<211> LENGTH: 140 
























2d3 


<212> TYPE: 


PRT 


























254 


<213> ORGANISM: 


Homo sapiens 


















256 


<400> SEQUENCE: 


8 
























257 


Met Gly Arg Val 


Ser 


Gly 


Leu 


Val 


Pro 


Ser 


Arg 


Phe 


Leu 


Thr 


Leu 


Leu 


258 


1 




5 










10 










15 




259 


Ala His Leu 


Val 


Val 


Val 


He 


Thr 


Leu 


Phe 


Trp 


Ser 


Arg 


Asp 


Ser 


Asn 


260 




20 










25 










30 






261 


He Gin Ala 


Cys 


Leu 


Pro 


Leu 


Thr 


Phe 


Thr 


Pro 


Glu 


Glu 


Tyr Asp 


Lys 


262 


35 










40 










45 








263 


Gin Asp He 


Gin 


Leu 


Val 


Ala 


Ala 


Leu 


Ser 


Val 


Thr 


Leu 


Gly Leu 


Phe 


264 


50 








55 










60 










265 


Ala Val Glu 


Leu 


Ala 


Gly 


Phe 


Leu 


Ser 


Gly 


Val 


Ser 


Met 


Phe 


Asn 


Ser 


266 


65 






70 










75 










80 
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VERIFICATION SUMMARY DATE: 07/12/2001 

PATENT APPLICATION: US/09/720, 5 34A TIME: 19:14:49 

Input Set : A:\Pto.ainc 

Output Set: N:\CRF3\07122001\X720534A.raw 
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RAW SEQUENCE LISTING DATE: 06/22/2001 

PATENT APPLICATION: US/09/720, 534A TIME: 11:04:28 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\0622200I\I720534A.raw 



Does Not Comply 
Oormcted Diskette Needed 



3 <110> APPLICANT: Sagami Chemical Research Center et al . 

5 <120> TITLE OF INVENTION: Human Proteins Having Hydrophobic Domains And DNAs Encoding 

These 

6 Proteins 

8 <130> FILE REFERENCE: 661101 
W--> 10 <14 0> CURRENT APPLICATION NUMBER: US/09/720 , 5 34 A 
C--> 10 <141> CURRENT FILING DATE: 2000-12-19 

12 <150> PRIOR APPLICATION NUMBER: JP 10-180008 

13 <151> PRIOR FILING DATE: 1998-06-26 
15 <160> NUMBER OF SEQ ID NOS : 40 

17 <170> SOFTWARE: Windows 95 (Word 98) 



ERRORED SEQUENCES 



776 


<210> SEQ ID NO 


: 27 


























777 


<211> LENGTH: 1121 


























778 


<212> TYPE: 


DNA 




























779 


<213> ORGANISM: 


Home 


D sapiens 




















--> 781 


<400> SEQUENCE: 




























782 


gacagagggg aacaag atg gcg gcg ccg aag ggg age etc tgg gtg agg acc 


52 


783 










Met Ala Ala Pro Lys Gly Ser Leu Trp Val Arg Thr 




784 












1 








5 








10 






785 


caa 


ctg 


ggg 


etc 


ccg 


ccg 


ctg 


ctg 


ctg 


ctg 


ace 


atg 


gee 


ttg 


gee 


gga 


100 


786 


Gin 


Leu 


Gly 


Leu 


Pro 


Pro 


Leu 


Leu 


Leu 


Leu 


Thr 


Met 


Ala 


Leu 


Ala 


Gly 




787 






15 










20 










25 










788 


ggt 


teg 


ggg 


ace 


get 


teg 


get 


gaa 


gca 


ttt 


gac 


teg 


gtc 


ttg 


ggt 


gat 


. 148 


789 


Gly 


Ser 


Gly 


Thr 


Ala 


Ser 


Ala 


Glu 


Ala 


Phe 


Asp 


Ser 


Val 


Leu 


Gly 


Asp 




790 




30 










35 










40 
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845 gtgtaataga catctaaaat tccactcctc atagagcttt taaaatggtt tcattggata 1070 

846 taggccttaa gaaatcacta taaaatgcaa ataaagttac tcaaatctgt g 1121 
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